FASEB Research Conference on "Chromatin and Transcription" 

June 24-29, 1995; Snowmass Conference Center; Snowmass Village, Colorado 

Organizers: James T. Kadonaga, University of California, San Diego; Chairperson 

Sharon Y. Roth, MD Anderson Cancer Center; Vice-Chairperson 


A. Overview 

The FASEB Summer Research Conference on "Chromatin and Transcription" will be held on June 
24-29,1995 at the Conference Center in Snowmass Village, Colorado. 

This conference was first held in June 1991 at Copper Mountain, CO, and its inception was 
inspired by the rapidly growing interest in the role of chromatin structure in the regulation of gene 
activity. That original meeting was both useful and exciting, and it was then apparent that the fast- 
paced progress in the area of chromatin and transcription required that there should be a major 
meeting held annually on this subject. Since the Chromatin Gordon Conference has been held only 
in even-numbered years, it was then agreed that the FASEB chromatin meeting would be held in the 
odd-numbered years. In this manner, the two meetings combined would satisfy the goal of 
providing an annual forum for the dissemination of information and for the creation and 
maintenance of productive interactions amongst researchers whose specialty was in the area of 
chromatin/nuclear structure and gene activity. As expected, the 1993 FASEB chromatin meeting 
was highly successful (as well as heavily oversubscribed), and I anticipate, based on the progress 
in the field and the quality of the confirmed speakers, that the 1995 meeting will have a tremendous 
impact upon the development and understanding of gene structure and regulation, which will, in 
turn, have a significant future impact upon our understanding and treatment of human diseases, 
such as cancer. 


B. Significance 

In the eukaryotic cell, chromatin structure is intimately related to gene activity, as the DNA template 
is packaged into chromatin. Quite impressively, both nucleosome structure and transcription factor 
function have been highly conserved from yeast to humans. Yet, in the laboratory, there has not 
generally been such concordance between chromatin and transcription. Researchers who primarily 
study chromatin or nuclear structure are not usually participants in meetings of transcriptional 
regulation, while scientists who primarily study transcription factors often possess little interest in 
chromatin and nuclear structure. Hence, the primary objective of this meeting is to bring together 
researchers who study transcription factors, chromatin structure, and higher-order nuclear 
org anizati on, as the available data indicate that these topics are interrelated in the cell and therefore 
should also be brought together in the laboratory. 

The prevalent theme of this meeting is the role of chromatin and nuclear structure in the function of 
basic cellular processes. In particular, we hope to intertwine topics and concepts in a manner that 
stimulates new ideas and promotes vigorous discussion. The analysis of chromatin and 
transcription is the central topic of this meeting, but the function of chromatin and nuclear structure 
extends beyond this domain. For instance, chromatin assembly is a key step in the cell cycle, and 
for this reason, we have included a session on DNA replication and chromatin assembly. There 
also appears to be a relation between nuclear structure/localization and gene expression, and these 
topics are represented by sessions on locus control regions and boundary elements, heterochromatin 
and position-effect variegation, and nuclear organization. These sessions will bring together 
molecular biologists, cell biologists, physical biochemists, and geneticists, and will thus provide a 
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unique opportunity for exchange between researchers in these diverse disciplines. Moreover, the 
timing of the 1995 meeting is ideal for the presentation and discussion of data in these rapidly 
evolving areas. 

The FASEB Research Conference on "Chromatin and Transcription" will therefore be much more 
than a chromatin meeting or a transcription meeting. It will be a forum at which researchers will be 
able to see and to imagine where and how transcription factors may function in the broader context 
of chromatin and the nucleus. In addition, a particular objective of the co-organizers (Dr. Sharon 
Roth and myself) is that this meeting may have a strong influence on the next generation of 
scientists that would be represented by the graduate students, postdocs, and young investigators at 
the conference. For this reason, we hope to obtain travel funds that would provide some of these 
outstanding young scientists with the opportunity to attend and to participate in the meeting. 

In summary, when the objectives of this meeting are considered along with their anticipated impact, 
we feel that this conference will be a worthwhile and cost-effective investment to the future 
development and progress in the area of eukaryotic chromosome structure and gene regulation. 


C. Conference Plan 

The FASEB Conference will have nine platform sessions and three poster sessions. A list of 
confirmed speakers and session chairpersons is given below. This list represents about two-thirds 
of the anticipated speakers at the meeting. The remaining speakers will be selected based on new 
discoveries and findings that occur in the next year. Moreover, the poster sessions will allow all 
participants in the meeting to present their recent studies, and the selection of the meeting 
participants will be based in part on submitted research abstracts. The meeting attendance will be 
limited to about 155 participants, which will help to promote interactions amongst the scientists. 

It should also be noted that the Snowmass Conference Center has excellent facilities for lectures, 
poster sessions, and housing. 
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